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Candidate PD Biomarkers Linked to Changes in Cognition 
Identified from SHINE-A CSF Proteomics Analyses
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Candidate Disease Modification Biomarkers Identified: 
Proteins Dysregulated in AD Normalized with CT1812

CONCLUSIONS
E Strong correlations with clinically validated

assays for core AD biomarkers validate TMT-
MS proteomics as a quantitative method

E Brain module association and pathway
analysis corroborate the mechanism of action
of CT1812 in regulating synapses and AD
biology

E Comparisons to reference CSF standards
illuminate proteins disrupted in, or genetically
linked to, AD that were normalized by CT1812

E Pharmacodynamic biomarkers of CT1812 were
identified, including that which may reflect
disease modification and cognitive
improvement
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Pharmacodynamic (PD) Biomarkers of CT1812 (126) Identified, & 
Mapping to the Brain Network Supports Role at Synapses

Unbiased Pathway Analysis of Differentially Abundant Proteins 
Implicates CT1812 in Regulating Amyloid Biology 

Proteomics Method Shows High Congruence with Clinically 
Validated Assays & Allows Benchmarking of SHINE-A Cohort
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AD vs control

CT1812 vs placebo p<0.05)

STRING PPI enrichment p<1.0x10-16; APP is a major hub protein B

Cognitive Data

Overall, data provide 
additional support that the 

S2R modulator CT1812 may 
be a promising therapeutic 

approach to AD
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2,182 CSF 
proteins 
detected

Good
congruence 

across 
batches


